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International Nucleotide Sequence Database Collaboration 
INSDC  
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Protein database 

GenBank 44% 

RefSeq 21% 

SWISS-PROT 5% 
PDB 1% 

PRF 0.4% 

PIR 11% 

DDBJ 8% 
EMBL  10% 
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http://www.ncbi.nlm.nih.gov/nucleotide/ 

link rete 
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Beta carotene hydroxylase 
Arabidopsis thaliana 

link rete 

GENBANK 



15 



16 

Beta carotene hydroxylase 
Ipomoea obscura 

link rete 

PROTEIN 

http://www.ncbi.nlm.nih.gov/protein/ 

link rete 
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FASTA  FORMAT 

>gi|262036875|dbj|AB499057.1|Ipmoea obscura CYB mRNA for 
beta-carotene hydroxylase, complete cds  

gi number 

Accession number 

Description Database Identifiers 
gb  GenBank 
emb  EMBL 
dbj  DDBJ 
sp  SWISS-PROT 
pdb  Protein Databank 
pir  PIR 
prf     PRF 
ref  RefSeq 
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Human beta globin  
AND chromosome 11  

AND human 

http://www.ncbi.nlm.nih.gov/ 

link rete 
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Overview Panel 

The graphical panel displays details of annotations on a 
region of sequence. Annotations are color-coded according 
to annotation type: 
  gene features colored green 
  mRNA features colored blue 
  coding region features colored red 
  most other features are colored black. 
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http://www.ncbi.nlm.nih.gov/nuccore/ 

link rete 
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